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II. EXPERIENCE

Postdoctral Associate in the Brooks group,

The Scripps Research Institute, La Jolla

Ph. D. in Biochemistry,

Weill Medical College of Cornell University, New York
in Chemistry, University of Montreal, Montreal)
Thesis Supervisor : Prof. B. Roux

M. Sc. in Chemistry, Hanyang University, Seoul
Thesis Supervisor : Prof. Y. Won

B. Sc. in Chemistry, Hanyang University, Seoul

1. Postdoctoral Research Experience
e Generalized Born Model (GBSW module in CHARMM).
e Folding, assembly, and modeling of membrane proteins.

e Structure refinement of proteins with implicit solvent models

e Molecular dynamics simulations with implicit solvent models for proteins and
DNA (or RNA).



2. Doctoral Research Experience

e Molecular dynamics simulations of aqueous salt solutions.

e Molecular dynamics simulations of the membrane-protein system (OmpF porin).

e Grand Canonical Monte Carlo - Brownian Dynamics (GCMC/BD) simulations of
ion permeations through the porin (OmpF, PhoE, OmpK36, and mutants of OmpF).

e PNP (Poisson-Nernst-Planck) solver and its applications to porins.

e Generalized Solvation Boundary Potentials (GSBP).

e Electrostatic solvation forces based on the Poisson-Boltzmann equation (PBFORCE).

e Development of CHARMM source code (PBEQ/GSBP module).

Pre-doctoral Research Experience

e Molecular dynamics simulations of liquid systems (normal alkanes and acetonitrile).
e Parameterization of acetonitrile.

e Potential of mean force (PMF) calculations for the anion pair formation of acetoni-

trile.
e Development of CHARMM source code (CRYSTAL module).

4. Teaching experience

March 1995 - Feb. 1996 Teaching Assistant in Department of Chemistry
Hanyang University

Jan. 2002 - April 2002 Teaching Assistant in Department of Biochemistry
WEeill Medical College of Cornell University
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Professor Charles L. Brooks, III

Department of Molecular Biology (TPC6), The Scripps Research Institute
10550 North Torrey Pines Rd, La Jolla, CA 92037
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. Professor Benoit Roux

Department of Biochemistry, Weill Medical College of Cornell University
1300 York Avenue, New York, NY 10021
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Professor Olaf Sparre Andersen

Department of Physiology and Biophysics, Weill Medical College of Cornell University
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IV. INVITED TALKS

1. An Implicit Membrane Generalized Born Theory for the Study of Structure, Stability, and
Interactions of Membrane Proteins.
5™ Canadian Computational Chemistry Conference, Toronto, CANADA (2003)

2. The Role of Electrostatics in lon Permeation and Selectivity of Biological Membrane
Channels.
Department of Chemistry, Hanyang University, Seoul, KOREA (2002)

3. lon Permeation and Selectivity of OmpF Porin from Eschericha coli: Theoretical Studies
using Molecular Dynamics, Brownian Dynamics, and the Electrodiffusion Theory.
46" Annual Biophysical Society Meeting, San Francisco, USA (2002)

4. lon Permeation and Selectivity of OmpF Porin from Eschericha coli: Theoretical Studies
using Molecular Dynamics, Brownian Dynamics, and the Electrodiffusion Theory.
Laboratory of Chemical Physics, NIDDK, National Institutes of Health, USA (2001)
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1. W. Im and C.L. Brooks III
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in preparation (2003).
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Q. Rev. Biophys. submitted (2003).
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J. Chem. Phys. in press (2003).
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An Implicit Membrane Generalized Born Theory for the Study of Structure, Stability, and
Interactions of Membrane Proteins.
Biophys. J. in press (2003).

5. M. Feig, A. Onufrievl, M.S. Lee, W. Im, D.A. Case, and C.L. Brooks, III
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M. Nina, W. Im, and B. Roux
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Biophys. Chem. 78:89-96 (1999).
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Continuum Solvation Model: Computation of Electrostatic Forces from Numerical Solu-
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Computer Physics Communication 111:59-75 (1998).
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Molecular Dynamics Simulation on Thermodynamic and Structural Properties of Liquid
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bull. Korean Chem. Soc. 15:852-856 (1994).

VI. THESIS AND BOOK CHAPTERS
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